A) Genes upregulatedin the PR group
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B) Genes upregulatedin the SD/PD group
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S8 Fig. Survival plots for DEGs between the PR group and the SD/PD group based on OP tissues. (A)
DEGs upregulated in the PR group and (B) DEGs upregulated in the SD/PD group. Each plot contains
survival curves for groups with high and low gene expression in OP samples. DEGs, differentially

expressed genes; OP, operation; PD, progressive disease; PR, partial response; SD, stable disease.



